[DNA methylation and cancer--DNA methylation as a target of cancer chemotherapy].
Aberrant epigenetic information, represented by aberrant DNA methylation, plays a large role in carcinogenesis. Hypermethylation of CpG islands in promoter regions can lead to silencing of tumor-suppressor genes, and hypomethylation of the genome could lead to its instability. Epigenetic information is inherited from a cell to its daughter cells without any decay in somatic cells, but shows dynamic changes during embryonic development. Based on the possibility that epigenetic information can be theoretically reversed, attempts are being made to use the aberrant epigenetic information as therapeutic targets. A demethylating agent, 5-aza-2'-deoxycytidine, has been reported to be effective for some hematological malignancies, and its derivatives are being developed. Finally, reports are coming out on methods that can induce sequence-specific methylation changes. Rapid progress in this field is expected.